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Species Gene Symbol Gene ID GenBank Accession Transcript
Human BEXS5 340542 BC106955 NM_001159560
About the gene

Official Symbol BEX5

Previous Symbol NGFRAPILI

Official Full Name | brain expressed X-linked 5

Synonyms -

Location Xq22.1
Gene Type protein-coding gene
Uniprot ID Q5HIJ7

Pathway/Library Lung Cancer Growth Related Genes Library

bex5 (for BFA-visualized exocytic trafficking defective), a novel dominant mutant carrying a missense
mutation that disrupts a conserved sequence motif of the small GTPase, RAS GENES FROM RAT
BRAINAI1b. bex5 displays defects such as enhanced protein accumulation in abnormal BFA
compartments, aberrant endosomes, and defective exocytosis and transcytosis. BEX5/RabA1b localizes to
trans-Golgi network/early endosomes (TGN/EE) and acts on distinct trafficking processes like those
regulated by GTP exchange factors on ADP-ribosylation factors GNOM-LIKE! and HOPM
INTERACTOR7/BFA-VISUALIZED ENDOCYTIC TRAFFICKING DEFECTIVEI, which regulate
trafficking at the Golgi apparatus and TGN/EE, respectively.
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100020 Control Knockout HEK293T Cells 132/}
L00022 GFP Knockout HEK293T Cells 152/l
0222 T 87 7 -HE A7 2K VAR (100X) 100ml
D0508S/M 2k DR 2 4 A R A A ol 25/1001%
D7080S/M/L T7 Endonuclease T (CRISPR%% 3 [F] 2274 % 52 ) 250/1250/5000U
ST551-10mg Puromycin Dihydrochloride (/%55 ) 10mg/mlx1ml
ST551-50mg Puromycin Dihydrochloride (/5 ) 10mg/mlx5ml
ST551-250mg Puromycin Dihydrochloride (&M 2 2%) 250mg
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